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60

GGGCTACGGC CCCGAGCACC GCGCCCGTGT GCGCACCCCCCGGCCCGGTTTCCCCGGTTC

120

GCGCCCATTC GAGAGGTGAA CTCCCGTGCG GGGGAGAGAC TTTCACGGTT ACACCTCTTG

180

ACCCCGAAGGGGCTCCGGAGCACATTGGCGGGACCGTGAG AGCGCTCTCACGCGATGTTC

Met Phe 240

CGGGCTCTCAGGGCCTGTCCGCACAACCATCAGCACCGAGAGGTCATCCCCCACATGAAC

Arg Ala Leu Arg Ala Cys Pro His Asn His Gln His Arg Glu Val Ile Pro His Met Asn

300

GACACCTCCGGCACCCCCCGATCCCCCCACGCACGGCGGCGGCTGAGGCGCACCCTCGTC

Asp Thr Ser Gly Thr Pro Arg Ser Pro His Ala Arg Arg Arg Leu Arg Arg Thr Leu Val

360

GCC CTC GCGGGCGCACTGGCGCTCGGGGCGGGCGCCCTCACCCTCACCGGCCCCACCGCC

Ala Leu Ala Gly Ala Leu Ala Leu Gly Ala Gly Ala Leu Thr Leu Thr Gly Pro Thr Ala

420

AGC GCC TCC GTG CCG CCC CCG CCG TCGGGCTGGACCCAGGTCTTCGCCGACGACTTC GAC

Ser Ala Ser Val Pro Pro Pro Pro Ser Gly Trp Thr Gln Val Phe Ala Asp Asp Phe Asp

480

GGCCCCAAGGGCAGCGGCGTCGACACCGGCGACTGGCGGTACGCCACCGGCACCGGCTAC

Gly Pro Lys Gly Ser Gly Val Asp Thr Gly Asp Trp Arg Tyr Ala Thr Gly Thr Gly Tyr

540

CCC GGC GGC CCC TCCAACTGGGGCACCGGCGAGATCGAGACGATGACGTCGAACCCGGAG

Pro Gly Gly Pro Ser Asn Trp Gly Thr Gly Glu Ile Glu Thr Met Thr Ser Asn Pro Glu

600

AACGTCTCCCTCGACGGCAACGGCAACCTGCGCATCACCCCGCGGCGCGACGGCGCCGGC

Asn Val Ser Leu Asp Gly Asn Gly Asn Leu Arg Ile Thr Pro Arg Arg Asp Gly Ala Gly

660

AACTGGACGTCGGGGCGCATCGAGACCGCCCGCGACGACTTCCAGCCCCCGGCCGGCGGC

Asn Trp Thr Ser Gly Arg Ile Glu Thr Ala Arg Asp Asp Phe Gln Pro Pro Ala Gly Gly

720

ACG CTG CGG GTC GAGGCCCGCATCCAGGTCCCGAACGTCACCGGCGACGCGGCCAAGGGC

Thr Leu Arg Val Glu Ala Arg Ile Gln Val Pro Asn Val Thr Gly Asp Ala Ala Lys Gly

780

TAC TGG CCC GCGTTCTGGATGCTCGGCGCCCCGTACCGGGGCGACTACTGGAACTGGCCC

Tyr Trp Pro Ala Phe Trp Met Leu Gly Ala Pro Tyr Arg Gly Asp Tyr Trp Asn Trp Pro

840

GCCGTCGGCGAGCTGGACATCATGGAGAACACCCAGGGCATGAACACGGTGTTCGCCACG

Ala Val Gly Glu Leu Asp Ile Met Glu Asn Thr Gln Gly Met Asn Thr Val Phe Ala Thr
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900

ATG CAC TGCGGCACCTCGCCGGGCGGCCCGTGCAACGAGACCAGCGGCATCGGCGGCCAG

Met His Cys Gly Thr Ser Pro Gly Gly Pro Cys Asn Glu Thr Ser Gly Ile Gly Gly Gln

960

ACC ACCTGCCAGGGCACGACCTGTCAGGCCGGCTTCCACACCTACCGGATGGAGTGGGAC

Thr Thr Cys Gln Gly Thr Thr Cys Gln Ala Gly Phe His Thr Tyr Arg Met Glu Trp Asp

1020

CGC TCG TCG GAC GTG GAGGAGATCCGCTTCTCCCTCGACGACCACACCTTCCACACCGTC

Arg Ser Ser Asp Val Glu Glu Ile Arg Phe Ser Leu Asp Asp His Thr Phe His Thr Val

1080

CGGGAGAACCAGGTCGACGCGACGACCTGGTCGAACGCCACCGACCACGGCTTCTTCGTC

Arg Glu Asn Gln Val Asp Ala Thr Thr Trp Ser Asn Ala Thr Asp His Gly Phe Phe Val

1140

ATC CTC AACGTGGCGATGGGCGGCGGCTTCCCCGACGCGTTCGGCGGCGGCCCCGACGCG

Ile Leu Asn Val Ala Met Gly Gly Gly Phe Pro Asp Ala Phe Gly Gly Gly Pro Asp Ala

1200

GGCACCCAGCCCGGCCACTCGATGCTCGTGGACTACGTGCAGGTGCTCACCGCCTCCTGA

Gly Thr Gln Pro Gly His Ser Met Leu Val Asp Tyr Val Gln Val Leu Thr Ala Ser *

1260

CCCGCCTGTCCCACCCCCCA CACCCGGCTC ATCCGGCCGG TGACGAGGGCCCCGCGCACC

1320

CCGCGCGGGGCCCTCGTCGGCGTACCGGCCCCGTCGTTCA GCGGCGTTCC GCGCGGAACG

1380

CCCGCCGCGT CCGGGAAGCC GACCGCGGCC CCGCCCCACG CCGCCGGCAGCTCGGTGTGC

1440

GCGAGGAGCC GCTTGGCCTCCAGCACAACA CGGGCCAGGG TGCGCAGGGAGCAGCCGAAG

1500

GCGTCCGCGG ACGCGGTGGC GGGTGGCGAA GCCCCGCTCC ACGAGCCGCA GCAGGGACGC

1560

GGTCGACGCG TGGCGCGGCACGGCCGTGTG CAGGCTCGGC GGCAGGGTGA CGGCGTGCTC

1620

GTGCCAACGG CGCAGAGACG GCAGGACGCG GGGCGGAGCG CGGCGAGCCGGGGCGGTCCG

1665

GGCCGGGCTG CATGGCGAGGACGGTTCCGC GGTACCCGGC GTCCC
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